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SEMA3A: Semaphorin 3A, UCA: unexplained cardiac arrest, VF:ventricular fibrillation
a: Tagging-SNPs other than I334V were selected based on the selection criteria of r 2 > 0.8 and minor allele frequency > 0.01in the HapMap-JPT population.
b: chi-square test P value in allele frequency model (uncorrected)
c: Hardy-Weinberg equilibrium tests in control subjects
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SEMA3A: Semaphorin 3A, UCA: unexplained cardiac arrest, VF:ventricular fibrillation

 

a: Tagging

-

SNPs other than I334V were selected based on the selection criteria of r 2 > 0.8 and minor allele frequency > 0.01

in the HapMap

-

JPT 

population.

 

b: chi

-

square test P value in allele frequency model (uncorrected)

 

c: Hardy
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Weinberg equilibrium tests in control subjects

 

 

