	Table S1. Strains used in this work

	Straina
	Genotype
	Referenceb

	N2
	wild type
	[1]

	CB138 
	unc-24(e138)IV
	[1]

	GR1321 
	tph-1(mg280)II
	[2]

	HB101
	itr-1(sy290) unc-24 (e138)IV; him-5 (e1467)V; jwEx101 [unc-24 (+), mec-7::gfp]
	[3]

	HB103 
	unc-24(e138)IV; him-5 (e1467)V; jwEx101 [unc-24 (+), mec-7::gfp]
	[3]

	HB119 
	plc-3(tm1340)/mIn1[plc-3(+) mIs14]II; jwEx119 [sra-6p::plc-3(+)::yfp, mec-7p::gfp]
	This work

	HB120 
	plc-3(tm1340)/mIn1[plc-3(+) mIs14]II; jwEx120 [glr-1p::plc-3(+)::yfp, mec-7p::gfp]
	This work

	HB123 
	itr-1(sa73)IV ;  jwEx123 [unc-119p::itr-1(+),mec-7p::gfp]
	This work

	HB124 
	itr-1(sa73)IV ;  jwEx124  [pHP2 (Gateway destination vector), mec-7p::gfp] c
	This work

	HB125 
	itr-1(sa73)IV ;  jwEx125 [glr-1p::itr-1(+),mec-7p::gfp]
	This work

	HB126 
	itr-1(sa73)IV ;  jwEx126 [sra-6p::itr-1(+),mec-7p::gfp]
	This work

	HB163 
	egl-8(n488)V ;  jwEx163 [sra-6p::egl-8(+)::gfp, mec-7p::gfp]
	This work

	HB164 
	egl-8(n488)V ;  jwEx164 [glr-1p::egl-8(+)::gfp,  mec-7p::gfp]
	This work

	HB169 
	jwEx169 [glr-1p::itr-11-2115 R511C ( “super sponge”), mec-7p::gfp
	This work

	HB171 
	jwEx171 [sra-6p:: itr-11-2115 R511C ( “super sponge”), mec-7p::gfp]
	This work

	HB173 
	jwEx173 [glr-1p:: itr-11-2115 K579Q R582Q ( “control sponge”), mec-7p::gfp]
	This work

	HB175 
	jwEx175 [sra-6p:: itr-11-2115 K579Q R582Q ( “control sponge”), mec-7p::gfp]
	This work

	HB176 
	jwEx176 [unc-119p::itr-11-2115 R511C ( “super sponge”), mec-7p::gfp]
	This work

	HB177 
	jwEx177 [unc-119p::itr-11-2115 R511C ( “super sponge”), mec-7p::gfp]
	This work

	HB178 
	jwEx178 [unc-119p:: itr-1187-1107::gfp::itr-11107-187 (inverted repeat), mec-7p::gfp]
	This work

	HB179 
	jwEx179 [unc-119p::lacZ1878-524:: lacZ 1318-1948 (inverted repeat), mec-7p::gfp]
	This work

	HB349
	plc-4(jw1)IV
	[4]

	HB372
	plc-1(tm753)X 
	[4]

	HB652
	plc-3(tm1340)II/mIn1[dpy-10(e128)mIs14]II
	[4]

	HB679
	plc-2(ok1761)V
	[4]

	JT73 
	itr-1(sa73)IV
	[5]

	MT1083
	egl-8(n488)V
	[6]

	MT8944
	mod-5(n822)V
	[7]

	PS2582
	itr-1(sy290) unc-24(e138)IV
	[8]

	a N2, CB138, DR2078, JT73, MT1083, PS2582 were supplied by the Caenorhabditis Genetics Centre (University of Minnesota, MN). 
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c pHP2 was produced from a Gateway destination vector (gift of Mario de Bono), which was formed originally by insertion of the Gateway cloning cassette and the gcy-32 promoter into pPD49.26 (Andy Fire). To create pHP2, the gcy-32 promoter was removed by digestion with XbaI and NheI followed by re-ligation of the vector.




