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High resolution image shown on figure 2B: pair-wise gene cluster on Hsal5 and Hsa9 showing paralogous high syntenic conservation between ALDH1A1 and ALDH1A2 GNs, but low with ALDH1A3 GN.
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Pair-wise gene cluster on Mmu9 and Hsa9 showing orthologous high syntenic conservation between 196 genes from the human and mouse ALDH1A2 GNSs.
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Pair-wise gene cluster on Mmu7 and Hsal5 showing orthologous high syntenic conservation between 103 genes from the human and mouse ALDH1A3 GNs.
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Pair-wise gene cluster on Mmul3 and Hsa5 showing orthologous high syntenic conservation between 175 genes from the human and mouse ALDH1A3-ogm GNSs.
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Orthologous syntenic cluster between the ALDH1A1 GN on Hsa9 and a secondary co-orthologous chromosomal region in zebrafish Dre8.
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Orthologous syntenic cluster between the ALDH1A1 GN on Hsa9 and a secondary co-orthologous chromosomal region in stickleback GacXIV.
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