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Figure S2 — Pre-speciation block 2
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Figure S2 — Pre-speciation block 3

B) Window plot

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)
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Figure S2 — Pre-speciation block 4

B) Window plot

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)
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Figure S2 — Pre-speciation block 5

B) Window plot
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Figure S2 — Pre-speciation block 6

B) Window plot

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)
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Figure S2 — Pre-speciation block 7

B) Window plot

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)
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Figure S2 — Pre-speciation block 8

B) Window plot

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)
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Figure S2 — Pre-speciation block 9
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Figure S2 — Pre-speciation block 10
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B) Window plot
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Figure S2 — Pre-speciation block 11

B) Window plot

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)

200 400 600 800 1000 1200

0.
00

0.
05

0.
10

0.
15

D
iv

er
ge

nc
e

 dm3:chr3L:19464698-19466005:+
 dm3:chr3L:19468262-19469571:-

 droSec1:super 29:161452-163014:-
 droSec1:super 29:171838-173302:-

 droSim1:chr3L:18798716-18799908:-
 droSim1:chr3L:18791156-18792153:-

 droYak2:chr3L:21074712-21075860:+

100

100

100

75

0.05

37



Figure S2 — Pre-speciation block 12

B) Window plot

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)
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Figure S2 — Pre-speciation block 13

B) Window plot

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)
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Figure S2 — Pre-speciation block 14

B) Window plot

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)
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Figure S2 — Pre-speciation block 15

B) Window plot

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)
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Figure S2 — Pre-speciation block 16

B) Window plot

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)
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Figure S2 — Pre-speciation block 17

B) Window plot

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)

100 200 300 400 500

0.
00

0.
10

0.
20

D
iv

er
ge

nc
e

 dm3:chr3L:17826375-17826912:+
 dm3:chr3L:17827921-17828452:+

 droSim1:chr3L:17167222-17167763:+
 droSec1:super 0:9873946-9874477:+

 droSim1:chr3L:17166328-17166770:+
 droYak2:chr3L:16229801-16230358:-

100

56

76

0.02

43



Figure S2 — Pre-speciation block 18

B) Window plot

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)
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Figure S2 — Pre-speciation block 19

B) Window plot

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)
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Figure S2 — Pre-speciation block 20

B) Window plot

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)
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Figure S2 — Pre-speciation block 21

B) Window plot

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)
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Figure S2 — Pre-speciation block 22

B) Window plot

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)
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Figure S2 — Pre-speciation block 23

B) Window plot

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)
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Figure S2 — Pre-speciation block 24

B) Window plot

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)
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Figure S2 — Pre-speciation block 25

B) Window plot

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)
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Figure S2 — Pre-speciation block 26

B) Window plot

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)
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Figure S2 — Pre-speciation block 27

B) Window plot

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)
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Figure S2 — Pre-speciation block 28

B) Window plot

A) Duplication block in melanogaster subgroup (DNA sequence, Kimura's distance)
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Figure S2 — Pre-speciation block 29
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Figure S2 — Pre-speciation block 30

B) Window plot
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