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MG TCAE T T, REE ¥ TG T I GCCT AR T T TCC T CRT E T A A T G L o T ettt
AGTCACTTCREE, (16T PTGCCTEAGTTTCCTC AT T ARG ARGGAAAT G “AAT
AETCACTTCRCC, {TGTFTGCCTEAGTTTCCTCATET TARAANTCH ARGGAAAT G
\ETCACTTERCE, [TGTITGCCTEAGTTTCCTCRTCT ARAANTGH ARGGAART G
AETCACTTCRCC, {TGTFTGCCTEAGTTTCCTCATET TARAANTCH ARGGAAAT G
\GTCAETTCRCE, [TGTITGCCTERGTTTCCTCRTCT ARAANTGH ARGGAART G
AETCACTTCRCC, {TGTFTGCCTEAGTTTCCTCATET TARAANTCH ARGGAAAT G
AETCAETTER W ¥ TG TETGCCTUABTTTCCTCATET = O A ST GRL L 9 F ARGGAART G
AGTCAETTERECTGTITGCCTEARTTTCCTCATET l““ﬁ!TG“" TGLAGARAGGAAAT  GoF
'ETEhETTC!ECHTETTTEEETEhGTTTEETE!TET!TIHRHHTERHETEP ARGGAAAT  Ggi
TGT TGACCCREE (G ARETCACTTCACE TGTTTGCETEEGTTTCETEnTET!TIHRE!TGnagTEHWEHIEGHIRT" -
M AGTCACTTCACE, (TCTTTCCCTEAETTTCCTCRTCT o CANCTC MGARGGAAAT GIART
u
AGTCACTTCACE, (TCTPIGCCTEAGTTTCCTCATET SIARAR STCA LITG, AGAAGGARAT. GG
AGTCACT T AC TETTEEEET:hﬂTTTcETEnTET!T ANASTC =, CTG - AGARGGARAT
(MTCRANTTL GTTTGCETCHETTTCETEHTETHT FARSTGH = UTG ~A ARGEARRT
AETCALTTCRCC STCT T ECCCTERBTTTCCTCATET LEARAANTCA LG " AGARG TG o
AETCAETTORACE »TGTE SGCCTEALT TTCCTC HTET ARAA T CACTE ACARG SRART G oF
ARETCACTTEACE ¥TGT #TGCCTEABTTTCCTCATET ETARAARTCACTE “AG CAGGARNT =G “ART
MG TCAETT e TG T I GCCT AR T T TCC T C AT BT A A T G L T
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TTTGC~TTTGTT, = o (5 (5o [ E Sl ng CTERETTTCCTCATET MARAR, 5T
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