Table S2. Plasmid copy number determined in gTOW experiments

Mean copy number per haploid genome, copy number + SD

Wild type Frame shift
Leucine A B C D E F G H
Genes conc
(ug/ml) 20 25 40 50 60 100 100
1 BUB2 1279 +24.1 580 +75 1437 +304 341 =149
2 CDC6 781 +17.2 237 +156 2250 +240 415 +08
3 CDCl4 08 +01 08 0.1 12 +0.1 07 +01 08 0.1 813 +10.1 265 +9.9
4 CDC15 166.6 +13.4 66.6 +8.4 2175 +281 605 +20.4
5 CDC20 69.6 +4.6 19.0 +5.7 1479 +57 249 +56
6 CDC28 837 +147 386 +4.1 1575 +17.0 475 +59
7 CDH1 621 +1.4 17.7 +8.1 1429 +185 92.0 +34.1
8 CLB1 711 +4.2 413 +56 172 +1.9 183 +4.1 199.4 +429 29.6 +25
9 CLB2 303 +37 190 +36 119 +07 78 #20 96 +13 81 +1.1 1921 +181 29.0 +4.6
10 CLB3 179 +38 83 +10 7.7 +13 84 +18 1766 +11.4 565 +5.2
11 CLB4 104.8 +125 459 +6.0 1227 +262 555 +8.8
12 CLB5 12.8 +5.0 78 +08 44 +16 35 +08 53 +05 40 +0.8 3612 +68.0 30.9 +3.9
13 CLB6 1412 +23.8 378 +11.7 1689 +32.8 410 +165
14 CLN1 557 +7.7 112 +5.0 1756 +11.2 32.9 +145
15 CLN2 1159 +21.1 428 +11.9  180.0 +284 37.4 +103
16 CLN3 736 +115 308 +7.2 1715 +19.9 29.6 +6.4
17 ESP1 163.7 +6.9 400 +4.2 2477 +289 471 +16.2
18 LTE1 125.4 +36.3 271 +9.6 2013 +37.6 387 +6.0
19 MAD2 947 +13.1 337 +9.4 128.0 +14.6 230 +9.0
20 MBP1 946 +275 29.3 +5.8 185.6 +77.7 449 +252
21 MCM1 119 +42 103 +12 75 +15 28 +09 29 +08 20 +05 34 +07 1314 +20.6 188 +0.4
22 MIH1 197.0 +30.7 907 +129 1841 +133 317 +44
23 NET1 499 +43 386 +56 156 +2.0 115 +35 146 +22 122 +25 180.6 +27.4 582 +3.9
24 PDS1 558 +3.2 498 +75 213 +3.3 213 +1.9 190.7 +18.6 71.0 +7.0
25 SIC1 309 +43 313 +16 136 +0.4 109 +0.7 101 +1.8 2338 +419 301 +1.7
26 SWE1 228 +20 17.8 +1.8 97 +2.3 84 +12 72 +22 2309 +49.0 409 +6.6
27 SWI4 56.9 +7.5 17.4 +3.9 2534 +55 713 +3.7
28 SWI5 615 +52 640 +105 285 +5.0 157 +61 159 +5.1 1026 +143 464 +55
29 SWI6 1543 +18.0 480 +160 1246 +44 288 +6.0
30 TEM1 86.7 +22.6 346 +136 1336 +7.0 279 +7.0
31 Vector 162.6 +395 83.0 +135 62.1 +225 563 +123 328 +14.2
(pSBI40
32 WT 12 +0.1 1.0 +0.2




