
GSEA enrichment of Cox-PH associated 
cancer pathways
List of significantly enriched pathways (p < 0.05)
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KEGG epithelial cell signaling in helicobacter pylori infection 0.361 0.006 0.047
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Pathway E.score P.value P.adjusted

KEGG tryptophan metabolism 0.427 0.007 0.047

KEGG arginine and proline metabolism 0.381 0.007 0.047

KEGG calcium signaling pathway 0.272 0.007 0.047

KEGG spliceosome -0.333 0.007 0.047

KEGG parkinsons disease 0.304 0.008 0.048


