Table S1. 95% Confidence intervals for the estimated model parameters.
95% Confidence Intervals Obtained by a Bootstrap Procedure (Morphine
group: M1-M6; Control group: C1-C6). Last row for each group represents
estimates for geometric mean viral load and mean CD4 count.

Monkey () A r q B Bn

Ml Lower  0.33 1.48x10%  0.61  2.69%x1077 5.62x107° 5.72x10°8
Upper 045  2.10x10% 0.77 4.99x1077 7.69x107° 9.52x1077

M2 Lower 030 206x10% 055 3.73x1077  3.62x10710 7.20x1078
Upper 039  276x103 0.70 594x10~7  6.03x10710 1.20x1077

M3 Lower 038  7.06x10%3 038 3.63x107° 5.70x107° 6.60x1078
Upper 048  943x10% 0.46 5.92x107° 7.28x107° 9.85x1078

M4 Lower 0.51  7.06x103 0.52 2.39x1077 5.24x107° 1.27x1078
Upper 0.65 971x10° 0.79 2.41x1077 1.08x1078 1.90x10~8

M35 Lower 0.48 255x10% 0.29 343x107%  1.14x10~ 11 8.16x1078
Upper 0.66  342x103 038 4.53x1078%  1.90x10711 1.22x1077

M6 Lower 030  1.10x10% 050 3.53x107®%  5.08x10°10 7.57x1078
Upper 0.39  1.48x103 0.66 4.63x1078  6.53x10710 1.23x1077

Mean Data Lower 034 517x103 048 430x1077  5.13x10710 2.78x1078
Upper 041  518x10% 0.52 123x107%  5.56x1071°  3.03x1078

Cl Lower 0.58 296x103 0.13 0.16 8.15x10712 5.81x1078
Upper 0.80 369%x10% 0.16 0.22 1.30x10~11 7.36x1078

C2 Lower 0.57 322x103 0.18 0.16 7.40x10710 5.62x1078
Upper 0.80 365%x10% 0.21 0.22 9.26x1071%  7.18x1078

C3 Lower 035  184x103 0.17 0.21 6.22x10710 7.41x1078
Upper 043  204x103 0.23 0.28 7.82x10710 9.76x10~8

C4 Lower 0.61 320x103 0.13 0.19 3.82x107° 1.24x1077
Upper 0.84  428x10% 0.16 0.27 6.37x107° 2.07x1077

C5 Lower 058 339x103 0.15 0.19 3.66x10°11  4.87x10°8
Upper 0.82  434x10% 0.19 0.26 5.18x10711  6.53%x1078

Cé6 Lower 0.58 283x103 0.13 0.17 7.57x10~ 11 6.47x1078
Upper 0.87  348x10% 0.17 0.25 1.08x10°10 8.78x1078

Mean Data Lower 0.72  3.68x103 0.14 0.22 9.8x10~ 11 7.73%1078
Upper 0.79  369%x10% 0.16 0.25 1.19x1071°  8.45%x1078




