
	Locus
	Tajima’s D [1]
	p-value

	doc-1 (all)
	2.69932
	p<0.01

	CGH1
	2.26796
	p<0.01

	CGH2
	-0.07075
	p>0.1

	CGH3
	na
	na

	CGH4
	0.82282
	p>0.1

	CGH5
	0.001310
	p>0.1

	doc-2 (all)
	2.65686
	p<0.01

	CGH1
	2.27628
	p<0.01

	CGH2
	0.33502
	p>0.1

	CGH3
	na
	na

	CGH4
	0.71703
	p>0.1

	doc-3 (all)
	2.20533
	p<0.05

	CGH2
	0.07271
	p>0.1

	CGH4
	-0.27601
	p>0.1

	NCU07190
	0.53937
	p>0.1

	NCU07193
	0.16897
	p>0.1

	NCU07194
	0.88334
	p>0.1

	NCU17048
	0.36136
	p>0.1
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