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Figure S1 A. Rebuilt model for PDB entry 7f05 (brown, chain B, green, chain C) and deposited model

(light blue, chain A, yellow, chain B, light brown, chain D, chains superposed with space group symmetry
on rebuilt model). B. Density-modified electron density density map after rebuilding, rebuilt model
(magenta) and deposited model (light blue) shown in the region of chain B of rebuilt model (region of

chain A of deposited model).



