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Table S1 . Plasmids and oligonucleotides used throughout this work.
Name Description ‘ Reference or source
Plasmids

Derived from pET-28a(+) and pUCPAR87, overexpresses gene pae87 for (Véazquez et al.,

pET-PA87 production of protein Pae87, fused to a 6xHis tag at N-terminal end. KANR 2021)
Derived from pET-PAS87, overexpresses gene pae87-e29 which encodes protein

pET-PA87-E29 Pae87 with mutation E29A. KANR This work
Derived from pET-PA87, overexpresses gene pae87-e46 which encodes protein

pET-PAgR7-E46 Pae87 with mutation E46A. KANR This work
Derived from pET-PA87-E29, overexpresses gene pae87-¢2946 which encodes

pET-PA87-E2946 protein Pae87 with mutations E29A and E46A. KANR This work

pae87 f

Oligonucleotides (5° = 3”)
CTAAGGTACCCATATGGCTCTGACCGAGCAAGACTTCC

5' of pae87 (forward)

pae87_3'

TACAAAGCTTATTTGAAGGATTGATAGGCTTCTGCCAG

3' of pae87 (reverse)

e29a f

CGTCACCAAAGTAGCGAGTCGTGGG

Triplet coding for
E29 of paed87, for
mutation (forward)

e29a r

CCCACGACTCGCTACTTTGGTGACG

Triplet coding for
E29 of paed87, for
mutation (reverse)

ed6a f

TTCTGTTCGCACGCCACTGG

Triplet coding for
E46 of paed87, for
mutation (forward)

ed6a r

TGGCGTGCGAACAGAATTTTCGG

Triplet coding for
E46 of paed87, for
mutation (reverse)

Restriction enzyme recognition sites are underlined and mutated bases with respect to the wild-type sequence are

highlighted in grey.

Table S2  Protein parameters as predicted by ProtParam (Artimo et al., 2012).

Molecular mass
kDa Number of aa

Molar extinction

Protein pl coefficient (M cm™)

Pae87 23.05 206 9.11 32555
E29A 22.99 206 9.24 32555
E46A 22.99 206 9.24 32555
E29A E46A 22.93 206 9.35 32555
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