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Figure S1 Clashes of two B repeats upon overlaying two InlB;g, molecules with the internalin
domains in the full-length InIB dimer shown in Fig. 5. The view is from the top along the 2-fold axis
of the dimer (rotated by 90° relative to the view in Fig. 5 along the horizontal axis). One chain of all
In1B;y, structures was aligned with the grey monomer of full-length InIB as shown in Fig. 5. This
chain is coloured as in Fig. 1, i.e. chains A4, B, and C of InlB3y, wt are shown in dark blue, blue and
cyan, respectively; crystal forms I and II of InlB3y, T332E are shown in green and dark green,
respectively. A second chain of all InlB5y, structures was aligned with the pink monomer of full-length
InlB as shown in Fig. 5. This second chain of InlBsy, is shown in pink in all cases. (@) InlB3o, Wwt,
chain 4. (b) InlB;g, wt, chain B. (¢) InlB39, wt, chain C. (d) InlB3y, T332E, crystal form L. (e)

InlB3y, T332E, crystal form II.



