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Table S1  Primers used in this study. 

Probes for EMSA 
MtAS2-F   TGGATTTAATAATGAAGTGACA 

MtAS2-R   TGTCACTTCATTATTAAATCCA 

MtLOB39-F GCAAATTAATGATTTATTCAAG 

MtLOB39-R CTTGAATAAATCATTAATTTGC 

TGA-F     GCAAATCTATGATCTATTCAAG 

TGA-R     CTTGAATAGATCATAGATTTGC 

TAAT-F    GCAAATTAATTATTTATTAAAG 

TAAT-R    CTTTAATAAATAATTAATTTGC 

Mutations 
L107MF   AACAGTTAAGAGCAaTGGAAGAATTG 

L107MR   CAATTCTTCCATTGCTCTTAACTGTT 

L110MF   GCACTGGAAGAAaTGTATAGAAGAGG 

L110MR   CCTCTTCTATACATTTCTTCCAGTGC 

L130MF   CAAATAACTGCCCAGaTgAGAAAATTTGG 

L130MR   CCAAATTTTCTCATCTGGGCAGTTATTTG 

L107110MF AACAGTTAAGAGCAaTGGAAGAAaTGTATAGAAGAGG 

L107110MR CCTCTTCTATACATTTCTTCCATTGCTCTTAACTGTT 

N147IF    TCTATTGGTTTCAGATTCACAAAGC 

N147IR    GCTTTGTGAATCTGAAACCAATAGA 

FY-F      AGGCAAAAATGTTTACTATTGGTTTCAGAA 

FY-R       TTCTGAAACCAATAGTAAACATTTTTGCCT 

R/Q-F      GAAGAATTGTATAGACAAGGAACAAGAACAC 

R/Q-R      GTGTTCTTGTTCCTTGTCTATACAATTCTTC 

KRR-F     CAGAGAAAGGCAAGCAGCAGCGCGTCAAATGGAATC 

KRR-R     CAGAGAAAGGCAAGCAGCAGCGCGTCAAATGGAATC 

R151A-F    CAGAATCACAAAGCCAGGCAAAGGCAAAAACGACGGC 

R151A-R    GCCGTCGTTTTTGCCTTTGCCTGGCTTTGTGATTCTG 

Protein expression 
STF-N85-NcoI-F  aaccatgggaAATAATCCATCTGCAGCAGTTGTG 

STF-N190-HindIII-R aaaagcttTCAGTTTTTAGTGTGTTCAACTTCAAACAC 

Complementation 
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STF-F-GW   GGGGACAAGTTTGTACAAAAAAGCAGGCTTCATGTGGATGGTGGGTTACAAT  

STF-R-GW 

GGGGACCACTTTGTACAAGAAAGCTGGGTCTCAGTTTTTCAAGGGAAGAAACT 
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Table S2 Phenotypes of complementation assays in Nicotiana sylvestris using lam1 bladeless mutant 

STF proteins 
Length/width ratio of the biggest leaf  

plants 

examined 

>25 10-25 5-10 2.5-5 <2.5

STF 0 0  0 0 12 12 

lam1 10 0 0 0 0 10 

STF R96A 0 7 2 2 0 11 

STF R113Q 0 0 0 3 8 11 

STF K155A R156A R157A 0 0 0 8 3 11 

STF R113Q K155A R156A R157A 0 0 7 4 1 12 

STF R151A 0 0 10 3 0 13 

STF N147I 10 0 0 0 0 10 

STF F142Y Y143N 0 0 2  10 2 14 

 

Plants were measured after 6 weeks of growth in the greenhouse. Leaves with length/width ratio over 25 were without any 

complementation, while leaves with length/width less than 2.5 were complemented to that level of wild type plants. 
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Table S3  Known target promoters for AtWUS and STF 

 


