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Table S1 Bacterial strains, plasmids and primers used in this study  

Mutant Strain plasmid Primers(5’→3’) 

AlyFD345A E. coli BL21(DE3) pET32a 
D345A-F:GAAGGTAACGCTGCCTTACGTGGTGGTATC 

D345A-R:GATACCACCACGTAAGGCAGCGTTACCTTC 

AlyFR336A E. coli BL21(DE3) pET32a 
R336A-F:GCTAATACTCGTGGCGCTGATGGTGTGATTGAAGG 

R336A-R:CCTTCAATCACACCATCAGCGCCACGAGTATTAGC 

AlyFR405A E. coli BL21(DE3) pET32a 

R405A-

F:GGTAATCAAAGCCATGCCGTAAGCCTGTTTAATAACGC 

R405A-

R:GCGTTATTAAACAGGCTTACGGCATGGCTTTGATTACC 

AlyFR405E E. coli BL21(DE3) pET32a 

R405E-

F:GGTAATCAAAGCCATGAGGTAAGCCTGTTTAATAACGC 

R405E-R:GCGTTATTAAACAGGCTTACCTCATGGCTTTGATTACC 
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Figure S1 Representation of the interactions between AlyFK272A and G6 in LigPlot. Dashed 

lines in green indicate hydrogen bonds and the arc with spokes radiating towards the ligand 

atoms indicate hydrophobic contacts. The contacted atoms are shown with spokes radiating 

back. 


