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Figure S1
Structures of representative compounds glycosylated by PaGT3 (Noguchi et al., 2009; Ozaki et al., 2012; Iwakiri 
et al., 2013; Shimoda et al., 2014).
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Figure S2
a. Structure of PaGT3 crystallized in presence of 15-crown-5. b. σ-A weighted 2mFo-DFc electron density map
observed for 15-crown-5 ether at 1 σ. c. Residues of PaGT3 around 15-crown-5 ether. The residues from
molecule A and B are coloured light-green and yellow, respectively. Crown ether binds in such a way that the
molecules of PaGT3 are packed with nearly 2 fold rotation symmetry, hence residues are labelled only once.
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Figure S3
Multiple sequence alignment of PaGT3 with some UGTs with known crystal structures. The PSPG motif is 
indicated in a green box.



Figure S4
a. Surface view of acceptor binding site in PaGT3 (green), UGT89C1 (light-blue), and VvGT1 (light-brown) show
that the acceptor binding pocket in PaGT3 is larger than the other two UGTs. The sugar-acceptor, quercetin, in
UGT89C1 and VvGT1 are shown in light-blue and light-brown, respectively. b. Longer loops in PaGT3 increased
the volume of acceptor binding pocket. The corresponding loops are shorter in UGT89C1 (light-blue) and VvGT1
(light-brown). Quercetin in UGT89C1 and VvGT1 are shown in light-blue and light-brown, respectively.



Figure S5
Pictures of PaGT3 crystals in (a) the absence and (b) the presence of 18-crown-6 ether.



Figure S6
a. Top to bottom: Fo-Fc omit map contoured at 3σ after removing sodium ion, 18-crown-6 ether, and both sodium
ion/18-crown-6 ether from the structure of PaGT3 with 18-crown-6 ether. b. Top to bottom: Fo-Fc omit map
contoured at 3σ after removing sodium ion, 15-crown-5 ether, and both sodium ion/15-crown-5 ether from the
structure of PaGT3 with 15-crown-5 ether.


