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Figure S1 Crystal packing diagrams of the small P21 (this work), P212121 (5dvx), and P61 (3iai) 

unit cells for CA IX. The monomer from the small P21 is shown as a red ribbon in all diagrams 

for reference. The P212121 dimer is in green and the P61 tetramer is in blue. 

 

 

Figure S2 Omit density of acetate bound to the active site Zn in CA IXSV. The Fo-Fc maps is 

shown in green mesh, contoured at 6, 2Fo-Fc is shown in blue mesh and is contoured at 1.5. Zn 

is shown as a magenta sphere, Zn ligand His residues as labeled. 
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Figure S3  Omit density of His200 side chain in CA IXSV shows disorder between “in” and 

“out” conformation. The “out” conformation is making a pi-stack with Trp141. The Fo-Fc maps is 

shown in green mesh, contoured at 2, 2Fo-Fc is shown in blue mesh and is contoured at 1.5.  

 


