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Figure S1 Test cases in the mixed α/β test set solved by Fragon. The fragment placed by Phaser is 

shown as yellow sticks.  

1k2a 3kfh 4j5c 1kmv 4nx6 3r87 2o90

3hd2 1l3k 4jer 4esp 4mrh 2o9u 2zk9

3zzo 3bs2 4a8u 4lj1 2g7b 4nyq 2h8e 4l8a

3m1x 3juc 3cpo 1unr 1gxu 4hcs 3jtz 3s4m

4p82 2j6b 1sxv 3eaz 1vmh 4enf 4njy

4nbp 4pqd 2zib 4jf8 2py0 4gu2 4mno

2nuh 3tc5 4eeu 1wl8 2hw2 1tp6 1wvh

3q6b 2w1r 3jsc 3msh 4ouq 2bkf 4e74

3w5x 4xh72wzo 1vmb 3bri
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Figure S2 Test cases in the all-β test set solved by Fragon. The fragment placed by Phaser is 

shown as yellow sticks.  

 

2pnd 3teu 4ymy 5gzc 4gs3 4ni6

3lky 2wj5 4qpw 2bzv 4bfo 2hlr

5e9p 4rmt 5dhd 2vc8 4f3j 4il7

1lmi 2jku 3zi8 4zbh


