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Table S1 Calculated RMSD (Å) of Models from Cα of 1MHO. 

S100B•SC0025 0.459 (0.327) 

S100B•SC1990 0.351 (0.286) 

Modeled protein chains are compared to that of 1MHO.  Numbers in parentheses are the calculated RMSD of 

only the globally conserved residues 1-84.  

 

Figure S1 Representative Western Blot Analysis. The control without drug was treated with an 

equivalent amount of DMSO. The addition of SC0025 (DMSO stock solution) did not affect the 

protein levels of S100B in the shRNAscrambled (High S100B) or shRNAS100B (Low S100B) WM115 cell 

lines. There was no measureable gain in total p53 levels in the presence of SC0025. 

 

 


