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Figure S1  Sequence alignment of PorXFJ’s N-terminal receiver domain with CheY protein. Reference 

amino acid numbering is according to PorXFJ sequence. 

 

 

 
 

Figure S2  Sequence alignment of PorXFJ’s C-terminal alkaline phosphate domain with PhnA.  

Reference amino acid numbering is according to PorXFJ sequence. 
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Figure S3  Sequence alignment of PorXFJ’s C-terminal alkaline phosphate domain with ENPP1-7.  

Reference amino acid numbering is according to PorXFJ sequence. 


