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Figure S1 Synthesized gene for TTCP- protein expression.  
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Figure S2 2Fo-DFc electron density map countered at 1.0 showing the N-terminal region of the 

TTCP- protein. 
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Figure S3 Molecular mass determination by gel filtration chromatography. The logarithm of 

marker molecular mass is plotted (open circles). The marker molecular mass values are also 

indicated in kDa for each point. The retention time of TTCP- is plotted on the linear least-square 

fitting curve (closed circle). 
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Figure S4 Amino acid sequence alignment of 25 cytochromes c'-. The red box corresponds to the 

amino acids mentioned in the main text. The bars indicate the sequence gaps. Number of Pro 

residues and optimal growth temperatures of source bacteria are also shown. 
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