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Figure S1 Isothermal Titration Calorimetry assays of 14-3-3 proteins with SHN3pS542. a) 

SHN3pS542 peptide titrated over 14-3-3γ. b) SHN3pS542 peptide titrated over 14-3-3σ under 

reducing conditions. c) SHN3pS542-FITC peptide titrated over 14-3-3σ under reducing conditions.  
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Figure S2 Alignment of the initial portion of the sequence of all 14-3-3 isoforms up to the first 

58/59/60 residues. Homologues residues are highlighted in green and the Cys38 present only in the 

14-3-3σ isoform is highlighted in yellow.  

 

 


