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Figure S1  Electron density placement of Na+, Cl- and NADP+ co-crystallized with BhDapB. Ions were identified based 

on coordination geometry with neighboring atoms, charge, and temperature (B) factors.  Metal ions were then validated 

using the CheckMyMetal web server (www.csgid.org/csgid/metal_sites/) (Zheng et al., 2014).  
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