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Protein Analysis Pffneo.m‘i(vs
Molecular Proteomics Laboratory 2014

Contact Sakshi Khosa (AG Schmitt)

Operator Mareike Brocksieper (mareike.brocksieperi@hhu.de)
Sample entry 19.March 2014

Report 16.April 2014

Sample preparation washing, red/alk. (DTT/ IAA)

Digestion Trypsin, 37°C, over night

Mass spectrometry  Orbitrap Elte, ESI

MASCOT-Search

Database Swissprot/ extended with the available saquence (balow)
Taxonomie all entries

Enzyme Trypsin

Mssed deavages 1
Variable medifications  Oxidation (M)
Fixed modfications Carbamidomethyl (C)

MS tolerance 10 ppm
MSI/MS tolerance 0.4 Da
Sequence:

NerR Protein sequence: (Accession no. in the data base: M00016)




MS results
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Protein | Score  Coverage | #Protens | Unique Peplides #PSMs AAS | kDa] | pl
NsrR | 28498  49.38 % 1 14 15 2166 | 243 | 27.7 | 6.05
Idnntifnd pepides with tigh nfiderce

Idontifed pepides with medium confdencs

Idontifed pepides with low confidencs

Description
Seare Displays the protein score, which is the sum of the scores of the
ndividual peptices.
¢ Displays by default the percentage of the protein secuence covered by
dertfied peplides.
0 Prat Displays the numbar of icentifiec proteins n the protein group of a
master prolein.
# Unue Pegtices | Displays the rumber of papSde sequences urique to & prolein group.
* Peptdes Displays the rumber of dstinct peptide sequences in the protein group.
£ PSHs Displays the total numbar of icentifiec pepide sequences (peptide
spectrum matches) for the prosain, including those redundantly identified.
# Ads Shows by default the sequence length of the protan,
MW [«Da] maolecuar weight
ale.of Displays the thecretically calculated isoelectric point, which is the pH at

which a particuler molecule carries ro net electrical charge.






