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Figure S1 Coverage report of  peptide mass fingerprinting for the degraded recombinant 

enzyme (The major band in Fig1. b, lane D). 

 

 

Figure S2  Coverage report of  peptide mass fingerprinting for the degraded recombinant 

enzyme (The minor band in Fig1. b, lane D). 

 

 

Figure S3 Coverage report of  peptide mass fingerprinting for the dissolved crystals (The 

band in Fig2. c, lane C1). 

 

 

Figure S4 Coverage report of  peptide mass fingerprinting for the dissolved crystals (The 

band in Fig2. c, lane C2). 


