Acta Cryst. F (2014). 70, doi:10.1107/S2053230X14012746 Supporting information

Acta Crystallographica
Section F

Volume 70 (2014)

Supporting information for article:

Crystallization and preliminary X-ray diffraction analysis of a single
variable domain of immunoglobulin superfamily in amphioxus,
Amphi-IgSF-V

Bo Jiang, Yanjie Liu, Rong Chen, Zhenbao Wang, Mansoor Tariq and Chun Xia


http://journals.iucr.org/f
http://journals.iucr.org/f
http://dx.doi.org/10.1107/S2053230X14012746
http://dx.doi.org/10.1107/S2053230X14012746
http://dx.doi.org/10.1107/S2053230X14012746

Acta Cryst. F (2014). 70, doi:10.1107/S2053230X14012746 Supporting information, sup-1

S1. Analysis of the Amphi-lgSF-V sequence

Amino-acid sequence of five IgSF V domains from amphioxus Amphi-IgSF-V, amphioxus VCBP,
catfish novel immune-type receptor (NITR), opossum TCR delta chain and human immunoglobulin
light chain were aligned using the ClustalW2 program (Fig. S1). Identical amino acids are shown as
white text on a red background, while similar amino acids are shown as red text on a white
background, and eight highly conserved residues (Chothia et al., 1998) of the IgSF V domain are
highlighted by green numbers marked under residues. Identities between the Amphi-IgSF-V amino
acid sequence and other sequences are shown at the ends of the sequences. Aligned sequences and
corresponding GenBank Accession Nos. are as follows: amphioxus Amphi-IgSF-V, XP_002587836;
amphioxus VCBP, AAN62850; catfish NITR, NP_001187262; opossum TCR delta chain,

ACB56456; human immunoglobulin light chain, AAC26733.

1 10 20 30
Amphioxus Amphi-IgSF-V. QIFEEA[EKSVTLPMDY|SIFSGARY|TIDYHRG. . . .. AERL[]
Amphioxus VCBP VVQVDE[ENDIITMTMPCITIDCAN . ANVITRYTGPTFFENYET|G|
Catfish NITR VKTVKREENVTMEMSMSIKVTNKNNLARGYROSFGKVPQY F|V|
Opossum  TCR3 ... .ALEREVTLFMEMEYKTNYGNPYLICRYYRVK. .. .PDSS|I
Human gL SASASL[EASVNLITETLISISGHTNY|TTIARYHQQOLSGKGPRY L|M|

50
Amphioxus Amphi-IgSF-V  D[SINPT[E]DS T . DL S G[RIL[S|L[D ... NPV
Amphioxus VCBP ANKNQIFIGIT . WFSS|E/IA|GRAS FSGARNAV
Catfish ~ NITR N|S|GYK|FIAEG . FKDS|R|F|SM[T|VNDQ . K F DpAN
Opossum  TCR& GDN SG[F[VNAPFAKD[R|F|S|[V[QRKTRTT FNAV
Human gL GISHTKGDG. . . IPDRIFS|GIS/ISSGP . DRYAT

20 100 Identity
Amphioxus Amphi-IgSF-V  SETIG[GINP PG DG[S|DKN[L]V VTV D
Amphioxus VCBP ATGQGELDADRIS|STIILKV. . ... .. 27%
Catfish ~ NITR .EVEGIIIKFT]S|[GTRLQF....... 20%
Opossum  TCR§ EYIGGNPLIFGK|GTHLEVLPGEQ. . 31%
Human  TgL WGTGLWLFGGGI|SLTVILGQPKAAPS 31%

Figure S1 Amino-acid sequence alignment of the Amphi-lIgSF-V with V domains of immune-
related molecules obtained from amphioxus, catfish, opossum and human using the Clustalw2
program. The GenBank accession numbers are as follows: amphioxus Amphi-IgSF-V,
XP_002587836; amphioxus VCBP, AAN62850; catfish NITR, NP_001187262; opossum TCRS,
ACB56456; and human IgL, AAC26733. The sequence identities between the Amphi-IgSF-V and

others are listed at the end of the sequences. Identical amino-acids are shown in white text on a red
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background, while similar amino acids are shown in red. Eight conserved residues (Glys, CySya, Trp.z,
Argss, Leugs, Aspry, Tyrse and Cysg.) in the IgSF V domains are highlighted by green numbers
marked under residues. VCBP, variable region-containing chitin-binding protein; NITR, novel

immune-type receptor; TCRS, T-cell receptor delta chain; IgL, immunoglobulin light chain.



