
Table S1. Amino acid sequence identity of orthologues of X. citri MalE protein 
identified in Xanthomonas group.    

   
Species Query Cover (%) Amino acid  

Sequence Identity (%) 
X. fuscans subsp. fuscans 100 99 
X. campestris pv. vesicatoria 94 99 
X. axonopodis pv. citrumelo 98 98 
X. perforans  98 92 
X. oryzae  100 94 
X. arboricola 90 97 
X. gardneri 90 95 
X. campestris pv. campestris 93 93 
X. fragariae  92 91 
X. translucens 91 74 
Xylella fastidiosa temecula1 94 75 
X. sacchari  92 73 
X. albilineans  90 73 
Stenotrophomonas maltophila 87 73 
Pseudoxanthomonas sp.  77 71 
Rhodanobacter sp.  89 54 
            


