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Table S1 Verification of calculated molecular weights compared to known samples. 

 

Acronym Actual MW (kDa) Calculated MW (kDa) 

Lyso 14.2 12 

RICK 34.85 48 

CRU 41.31 43 

Erk2 42.24 41 

DPP 162 200 

TbrATP 922.6 800 

GroEL 910 700 

 

 

 

Figure S1 Histogram of molecular weights calculated from samples processed on MASSIF-1. 


