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Figure S1 Schematic showing coarse sample alignment. A top view of the initial experiment setup 

is shown in (a) and the corresponding projection image (b), with the sample out of the FoV of the 

detector. Schematic showing the sample fully rotates (c,d) into the FoV of the detector. Schematic 

showing the sample rotates (e,f) into the center of FoV.  

 

Figure S2 The effect of initial gold particle positions with respect to the rotation center for the 

alignment. The red line shows value of θXt after each rotation axis alignment, while the blue line 

shows actual values of θZt.  

 


