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Legend to Supplementary Figures 

Supplementary figure 1: A pie chart showing the fractions of PDB depositions that are 

without non-crystallographic symmetry (NCS) i.e. 20.3% , those with NCS applied (7.5%) 

and those with NCS but ‘NULL’ details as to whether the deposited model is with protein 

model refinement restraints applied or not (72.2%). 
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