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Figure S1 Electron-density maps (2mFo-Fc) of DrUNG-DNA contact (1.5c). The abasic site (Ab9)

and the two catalytic waters (W) are in the center of the figure.
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Figure S2 Difference maps and omit maps. A) Initial difference map (3c) of DNA before adding
nucleotides into the DNA. The final DNA model is included in the figure for reference. B) Omit map
of the abasic site (3c) showing the 3-anomer of the abasic site (AAB) and C) Difference map of
unmodelled nucleotides at the terminal ends of DNA showing the G-C overhang region between
DrUNG-DNA and its symmetry molecules.
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Figure S3 Nucplot of interactions between DrUNG and DNA. The plot is generated by PDBsum
(http://www.ebi.ac.uk/pdbsum/).
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Figure S4 Nucplot analysis of interactions between hUNG and DNA (PDB ID: 1SSP). The plot is
generated by PDBsum (http://www.ebi.ac.uk/pdbsum/).
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