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Figure S1. Gel filtration profile of the DosP EAL domain. The protein elutes as a single 
peak at a volume of 12.46 ml, according to the column calibration this corresponds to the 
apparent molecular weight of 72.1 kDa. Taking into account that theoretical molecular 
weight of the monomer is 32.8 kDa, this results strongly suggest that DosP EAL domain 
exists as a dimer in solution.  
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Figure S2. Model depicting a reconstruction of dimeric DosP EAL domain structure by 
aligning two monomers (4HU3; shown in green and blue) to the dimer (4HU4; shown in 
grey). Such model results in a number of atomic clashes in the region of helices 5 
(circled area) and thereby suggests their different conformation in the genuine dimer.  
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Figure S3. Different dimerization modes of the EAL domains. (a) Typical dimerization 
mode of the Tbd1265 EAL domain from T. denitrificans (2R6O; chain A in cyan; chain 
B in grey) also found among other catalytically active EAL domains. Dimer interface is 
formed by helices 5 and 6b. (b) Alternative dimerization mode observed so far only 
for the Lmo0111 EAL domain from L. monocytogenes (3KZP; chain A in orange; chain 
B in grey). Dimer is more compact and some additional contacts are formed by elements 
of helices 2 and 4. 
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Figure S4. Catalytic rate of hydrolysis of c-di-GMP to pGpG for DosP EAL domain was 
obtained by linear fitting the increase in pGpG concentration in time. The slope of the 
line fitted to the linear range of the graph after including the substrate concentration at t0 
(100 M) and the enzyme concentration (1.1 M), gives the kcat value of 1.43  0.07 s-1 at 
room temperature.  
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