
Supplementary materials 

 

Figure S1  

Amino acid sequence alignment of BL00235 (GenBank: AAU25674.1) and known LALs, RizA (BAG72134.1), RSp1486a 

(BAG31900.1) and YwfE (CAB15798.1). The residues involving in the recognition of the N- and C-terminal substrate are 

indicated by red and green asterisks, respectively. Arg 290 and Gly 293 are marked with blue asterisks. These residues play a 

critical role on the amino acid ligation by stabilizing the high energy, tetrahedral transition state intermediate. 
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Figure S2  
An unmodelled blob density (Fo – Fc electron density at 3.0σ level) near the substrate binding site of BL00235. The PP analogue 

bound to YwfE is superimposed on to BL00235 structure, and shown in a stick model.  

 


