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Figure S1: The algorithm used to achieve the Roulette wheel procedure. 



 

Figure S2: The correlation between AP-RDS and prediction accuracy for each residue and the 

model improvement after rebuilding for 1OPD. (A) The correlation between AP-RDS score and 

the CA-RMSD of each residue in selected models. (B) Improvement in CA-RMSD for each 

residue in coarse-grained models before and after rebuilding using MORPHEUS. 

 

Figure S3: Improvement to the coarse-grained models after rebuilding for 1OPD. A scatter plot 

of the CA-RMSDs before and after rebuilding for all coarse-grained models is shown. A 

diagonal line is drawn on each panel. Points below this line represent models with improved CA-

RMSD. 


