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Figure S1. Sequences of the subdomain IIa constructs used for crystallization. 

Residues identical to the HCV IRES domain II are shown in black. U-101 and U-113 

were also substituted with 5-Br-U in constructs No. 10 and 12. The RNA molecule 

that gave the best diffracting crystals was construct No. 12. Construct No. 10 also 

produced nice crystals but diffracted poorly. 

 

 


