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Fig. 1. Distribution of anisotropy, as output by the program PARVATI, for the protein

and solvent atoms of TAXI.

Fig. 2. The left view shows a zoom on the active site. On the right the same view can

be seen but a description of the anisotropic displacement of the side-chain atoms of

some residues is added: the higher displacements in Trp275 (green) are clearly

visible.

Fig. 3. Final Ramachandran plot, as output by PROCHECK.








